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1. Gene Trapped Alleles

HREFoRE - |Gene 'SymbOIGt(m utant cell line ID)Labcodd

FEORFLOKRNLEAR 155045 H (superscript) 1% FRED 3 DO THERLS LD,
Gt gene trap OREFR
¢ ) FRONIC R B BS MR ID ZFEA
Labcode 3 i#{m T2 1ERL CODIFZER $/2 I3 SE & 2t s TR T

Gene-symbol  : Rho family GTPase 3

Gt : gene trap
i ng3CLIST12405G10)Tigm . 1IST12405G10
Labcode : Texas A&M Institute for Genomic
Medicine

Gene-symbol : nicotinamide nucleotide

adenylyltransferase 2

~Gt(EUCE0262a08)Hmgu Gt * gene trap
151
w (ID) : EUCE0262a08
Labcode : Helmholtz Zentrum Muenchen
GmbH

gene trap DT WAL {]: inclusion of FRT B8X O loxP sites)IZHETEL T, &5 gene trap THEU =%
BRI, B bl 32U 7kl i 2 B 35 2 - TYERIS N A IRAE X VL1 5 7 (derivative alleles) &
VED =01 FHENS,

Gene trap OYREXNLBIA FIZEM O ETHRT,
Gt gene trap
« ) FEOMIC R 5L ES MIlakko ID 27 A
URAEIEAR T derivative TH 2D Z E MDD L HITKROFZEE S,
original DIFEIE 1] 24T, @i L TER SN b DI T#]) 200 5,
Labcode original {5 7 & 1ERL L 7= AFJEE £ 713 e 2 7t s TR T (IREERB T2
(=HigkFi ) TEo TP RE £ ITWFEE OFL T TRV I LIZEETH 2 &).

1#
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http://www.informatics.jax.org/accession/MGI:4371844

Gene trap O YREXSLBIR T O
Gene-symbol: nicotinamide nucleotide
adenylyltransferase 2

Gt(EUCE02622a08)1.1Hmgu Gt : gene trap
(ID) : EUCE0262a08

Derivatives : 1.1

%l Nmnat2

Labcode : Helmholtz Zentrum Muenchen GmbH

2. Targeted Reporter-tagged Deletion Alleles

ZDORINLIBAR AT OV TR, BRI LB R T LRI UM R Z D, 72720 ZOXLIE A 71X large
mutagenesis at [l C/ERSINDD T, ZOHEOFE FEFEINANICFEATHIEL T DNED, ZD KRR
NEAR T OFLF IR DEY Th D,

tm#(project abbreviation)Labcode

%S ls T 075« |(Gene-symbol

SIBAFIZEMADRLETRT,
tm# ltm] (X targeted mutation, = D% AIZH (#E) & 2T,
() 7Y =) MO E S AFEINIZEEA T D,
Labcode XSG T-ZAERIL CUWOBBIIE R £/ e E 250 5 T T,

Gene-symbol : arrestin, beta 2

~tm1(KOMP)VIc tml : targeted mutation 1
B ArrpMHEOMENED P
(Project) : KOMP
LabCode : Vlcg (Velocigene)
Gene-symbol : Midkine
tml : targeted mutation 1
i dktml(KOMP)Mbp _
- (Project) : KOMP

LabCode : Mouse Biology Program, UCDavis

IRAER LB T

IKMC 7'uY=7b T, 2 DOB By MERNRKRLUIZEEFOFICHAShIZ, —2I3, LacZ
reporter & loxP—flanked neomycin cassette (Vlcg lab code) T b, HH—2id, 2 DD FRT sites TH D, :
RT - LacZ - loxP - neo - FRT - loxP (Mbp and Wtsi lab codes).

2 OO tml FIEAR 1T cre excision 247 L TESHZ, Cre excision [ZZ D& 17>5 neo casette
%FrZE95, Cre—excision KK NLIBIG D& O%E . RNLB L FFE 5O tm# ) DOE 5% Ttm#t. 1]~


http://www.informatics.jax.org/accession/MGI:5543590
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Gene-symbol  : arrestin, beta 2

i Ar_rbztml'l(KOMPchq tml.-l : targeted mutation 1.1
(Project) : KOMP
LabCode : Vlcg (Velocigene)
Gene-symbol  : Midkine

5l dktml.l(KOMP)MbD tml1.1 : targeted mutation 1.1

- (Project) : KOMP

LabCode : Mouse Biology Program, UC  Davis

2 OHDZEF (Mbp and Wtsi lab codes) 1%, flp filtifEt0v L (excision) Zf# > CIERIZ LA BIDIRA
KN IBEAR - CHD, ZOEIH L (excision) 1., Bfs 1 FEN S LacZ & neo Dl & FRET D, ZOIRERF
SLBIG T D4 O MNLEAR FRE SO [tm# Oy % [tm#.2) ~H 2.5,

Gene-symbol  : Midkine

Tml.2 : targeted mutation 1.2
i Mdktml.Z(KOMP)Mbp _ 9
(Project) : KOMP
LabCode : Mbp, Mouse Biology Program, UCDavis

3. Targeted Knockout First, Reporter-tagged Insertion with Conditional
Potential (conditional-ready)

INHORNLIBIGF 1L promoter Z & Teh>, HDV ML promoterless TdhD, promoter—driven version
ClZ. critical exon 1% FRT - LacZ - loxP - neo - FRT Z& ¢ FiiRKFZ2FF> loxP %A~ T flank ST
WD BT, RNTIBIRDIERGD cre-dD\U T Ap—flkE 2 2 [ 32 CTRIHECTHAH(LL FD derivative
alleles Z&HR), 26D [ conditional-ready alleles|I% FEtdXolcEzEbINns,

tm#a(project abbreviation)Labcode

XA s DFL 5 :[Gene-symbol

®NL AL Rl 5 DA E (superscript) IE F Rt D#R57 THE LS LD,
ltm] T targeted mutation ZE L., ZOHAITERZRL DT TET, 28, la)ix
lknockout first, conditional-ready | # A 7 CHhAHZ LA BT 5,

¢ ) 7Y = MO RS A FEINNIZEEA T 5,
Labcode  XNiEfn 2 fEHIL QWA F7- 13098 E 2305 CFH 1,

tm#ta

tmla(KOMP)Mbp Cc2dla : coiled-coil and C2 domain containing

il Cc2dla A



http://www.informatics.jax.org/accession/MGI:5445919
http://www.informatics.jax.org/accession/MGI:5493326
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tmla : targeted mutation la

(Project) : KOMP
LabCode : Mbp: Mouse Biology Program,
UCDavis

IRAE X 3B AL F (Derivative alleles)

OB TFEIEIZ LT, cre £700E flp 2RO~ U A L RRT 50, HDHWE, ES flifaT
recombinase % [HERBLTH 2 LIV, UIFO 3 HEHDOIREXLBE FAERTHZ LT
50

tm#b(project abbreviation)Labcode

1. MILEEFNES - |(Gene-symbol

onji

original ‘tmla’ X NTIE{m+C cre fIEDRARA 2 2L Z DG T, AP % 12X neo & critical =7/
NEREIND,

RISTIART-RE 5 DA JE (superscript) 1L F RO /7 THERLS LD,

ltm /¥ targeted mutation ZE L . TDOHAITHEEFEZ DT TET, 728, [blIEARY D/
tmib I TUNEEBZMERENAZ LI ST neo & critical =7V UNREINAIEEE T
D

() Fovzs OKREEEINICEAT S,

Gene-symbol  : pipecolic acid oxidase
. tmlb(EUCOMM)Witsi tmlb : targeted mutation 1b
v ﬂpo—x (Project) : EUCOMM
Labcode : Wisi (Wellcome Trust Sanger Institute)

original ® IR A VERIL MR /I3 e E 250 5 CE T (RAEX L IEE %
VEST-WF R T I EHE DOFE B TR, )

Labcode

fmC(project abbreviation)Labcod
2. ¥IBIET DRSGene-symbol T - (Project abbreviation)Labeode

original tmla |7 flp AR Zx 2 % 252 1T DIFICAE UDHZEHTHY | LacZ reporter, a loxP site, and neo


http://www.informatics.jax.org/accession/MGI:5513809

DIERDML., critical exon DEED 1oxP ZHfD, ZOXNLE G IE. kD cre i 5 > a) L2858k
B REAEDIFIME 2D, RSTIBAR TR 5 DA (superscript) (X T RLOHE /7 CHERL S LD,

tm X targeted mutation ZE ML, # ZH%E TfH1F5, [c]iE conditional mutagenesis
tmitc WL QWA B IR A BT D, LacZ & neo [XEDL. FDOEGTIL intact
DOFFET, critical exon(s) DFFHIIZIHD loxP sites 23 floxed IFLb,
(project) 7y 7 O FL A REIMNIZEE AT 5,
original X\ IB AR T A ERL LU 7R E S F- I3 25t 5 CR T (IRAEX E{E 1
EAES TR ET I TWFIEH DFLE TR, )

Labcode

Gene-symbol  : zinc finger protein 260

tm1c(NCOM)Mfgc tmic : targeted mutation 1c
151 p
Zip260 (Project) : NCOM

LabCode : Mammalian Functional Genomics Centre

tm#d(project abbreviation)Labcode

3. xEfEF DS :[Gene-symbol

ltmlc) 7% cre Z /> L7=f#e x . critical exon(s)ZfrEL THOLNIEERTH S, FRT & loxP
Site IXFEDFEETH D, *VBIETFESDAJE (superseript) [L FEEOH D THAK I ILD,

tm /% targeted mutation DK T, Z D% AR S & [d) ZFikT 5, 70k,
tm#d [d] 1X FRT & loxP H 1 K23% > CUC, critical exon(s) 2BrEINTnWbZ &
L=l
(project) 7uY =7 hOML T ZEINNICEAT D,
original %37 iE a2 VERL U 72 WF9E s £ 72 13 e B 23t 5 TR T (AR &S
T E Ao oW E £ 7 1IFEE OFEE TR,

Labcode

Gene-symbol  : B9 protein domain 1

i tmld : targeted mutation 1d
il Bgdltmld(EUCOMM)WtS| _ g
- (Project) : EUCOMM

LabCode : Wellcome Trust Sanger Institute
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4. Targeted Knockout First, Reporter-tagged Insertion NON-conditional

ZZTHOHTUE, tmla A TENWEZEE | critical exon D THED loxP YA RN 2 EEBRITIEIR
CTH-oT, bliTear T4 aF LTIV, 2o /a5 4o a ATV ORGIL FEEO®EY T
H5,

tm#e(project abbreviation)Labcode|

* s o5« [Gene-symbol

K SLIBAR 7-RE 5 D48 (superscript) (X T RO/ CHERL S AL D,
tm I targeted mutation OHE T, FDHAITHERiE L ‘e’ ZfFH1T5, E I knockout first,
AT aF v I OTINEEKT D,
(project) 7Y =7 O i ZFRINIZRE AT D,
Labcode ZDTVNZEAESTAFEFT D DV NIMTFEE DFL

tmite

Gene-symbol : plasmalemma vesicle associated protein
i tmle(EUCOMM)Hmqu tmle : targeted mutation 1e
M (Project) : EUCOMM
LabCode : Helmholtz Zentrum Muenchen GmbH

2 FEFEDOYRAETVIILL T D XHIT cre HDHVNT flp i~ TERIS S,

tm#e.1(project abbreviation)Labcode

WRETI V1 (Gene-symbol

ZHuE, ‘tmle’ 2 cre AU HEEAX 25 T T HRICEL LA D T neo Ty R3R0N,

KNS TR 5 D47 JE (superscript) 14 FRLOE /> THERLS VD,
tm | targeted mutation DR T, FDHAICHEHLER & ‘.1 211115, e.1 1% cre

tmite.1 12X AU L% 52177~ ‘“knockout first, reporter—tagged insertion NON-conditional” %~
AT THHIEEFRT,
(project) 7uay 7 MO E A FRINNIZEE AT 5,

original X3z BEFEERIL-WIE R £/~ 13 9E B 230 5 CE T (RN L&
A HAES TR FT IS8 DFRE STV, )

Labcode


http://www.informatics.jax.org/accession/MGI:4434827

Gene-symbol  : Niemann Pick type C2

i N ~tmle.1(EUCOMM)Wisi tmle : targeted mutation 1e.1
Npes (Project) : EUCOMM
LabCode : Wellcome Trust Sanger Institute
tm#e.2(project abbreviation)Labcode
WwE7IA2 : [Gene-symbol (pro) )

AV UF L ‘tmle’ 7 U AN flp 20 LI 2521 TAEEND DT, LacZ & neo KU T
W5,

SINTE TR S DOATE (superscript) 1 FREOES THEK S 5,
tm |3 targeted mutation OIS T, Z D% AIZHFE R - & e 2’ 21T 5, el X flp
tm#e.2 \Z L DU L &% 1T 7= ‘knockout first, reporter-tagged insertion NON-conditional’®
A AT ThHDHZLEET, LacZ & neo Dl ARESIN TN D,

(project) 7aY =7 kOIS ZfEIMNICEEAT D,
original e SZEHA T A FR U 72 BFZ0 S & 713 JEH A 5L TR T (JRAERNL
IR T Z Ao T2AFIEEE 7213 EE OFL B TR, )

Labcode

Gene-symbol  : Niemann Pick type C2

tmle.2(EUCOMM)Wtsi tmle.2 : targeted mutation le.2
(Project) : EUCOMM

LabCode : Wellcome Trust Sanger Institute

il Npc2

5. Targeted Knockout First Alleles with Artificial Introns

VDO DBIEF 1T, KRE/NZVWD)s, HAWT 1 AT U< vector 1L conditional -ready
alleles Z IS4 (critical exon ZE KT 5), £H L7251 conditional knockout first alleles /3,
intron |ZHEDIAATZ targeting cassette TA L intron ZE A 52 L2 Lo TERIZ LS, 2 & H @ exon
(¥ CIZ 1b)iZ critical exon &L Tl 5,

XENLEAG AR % O A JH (superscript) (X T REO R/ THERK S 11D,
tm L targeted mutation @ W 5C & T . 1 F O % A T ‘knockout first,
conditional-ready’ #A 7 DFt 5 ‘a’ Z{+iF5, £721. non—conditional knockout
alleleDFe 5 ‘e’ 11T 5 (section 3 and 4£[RICTHS, )

tm#ta

F7-1% tmtte
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http://www.informatics.jax.org/mgihome/nomen/IKMCnomen.shtml#tm1e
http://www.informatics.jax.org/accession/MGI:5513806

(project) Ty = O EE S A FEINNIZEE AT 5,
Labcode Z DXL T AR U e s 3 se 25 5 TR T,

TRBOTYL (BLOENEOIRETIN) DA, FREFALTHD,

3. Targeted Knockout First, Reporter-tagged Insertion with Conditional Potential (conditional-ready)

4, Targeted Knockout First, Reporter-tagged Insertion NON-conditional

6. Targeted cre Knockin Alleles.

EUCOMMtools 7Ry =7~Clix, A HCTATFAREZ: cre BIRZ LD DHT-8IZ targeted cre knockin
TUNEAERL TG, ZNHDOT I, /o7 A TNV ERILRFE THD,

VYT AW ) I A SR E DBAG T DX LB TR O AR (supersceript) & R REOE 5 THE
&b,

tm# tm | targeted mutation DT & T, ZDHZRAITHEEFZE(HT D,
(promoter o - -
PADESA N e (LI NS N
sequences)
Labcode ZDORNBAG T HER U R F - e B 25l 5 TR T,
Gene-symbol : Hprt s FETO hypothetical
. targeted knockin
i Hprttml(Cbxl cre/ERT2)Hmgu

(promoter sequences) : Chx! driving cre/ERT?2
Labcode : Hmgu
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